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blast phase after BMT, 61:152 
chromosome changes after, 61:152 
graft-versus-leukemia, 61:152, 183 
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relapse of CML after allogeneic BMT, 61:183 


Brain tumors 


childhood, 59:12, 104; 64:75 

chromosome changes in, 63:178 

chromosome method of analysis, 58:160 

direct preparation for cytogenetics, 58:160 
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SOD-1 gene, 59:26 
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r(X) and +5 in tumor, 62:29 
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chromosomes in, 59:220 
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Cartilaginous tumors 
cytogenetic findings, 63:126 
Cat 
chromosome alterations in leukemia, 64:149 
leukemia, 64:149 
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Cell lines 
Chinese hamster, 62:81 
chromosome changes in human, 59:39 
EBV transformed lymphoblastoid cell lines, 60:164 
embryonal rhabdomyosarcoma, 61:214 
human, 59:39 
immortalized, 59:39 
melanoma, 62:111 
multidrug resistant, 60:14 
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division under fragile site conditions, 58:152 
premature division, 58:152 
Cervical cancer 
cell proliferation in, 63:154 
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chromosome 1 in, 60:214 
constitutional chromosome changes, 61:50 
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dms in, 58:134 
effects of papillomavirus on lymphocytes, 59:173 
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ploidy and dms, 58:134 
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p53 mutations, 63:116 
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viruses and chromosomal breakpoints, 59:135 
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cytogenetic study in -7, 62:160 
FISH studies in -7 syndrome, 62:160 
monosomy 7 syndrome, 62:160 
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chromosome changes in, 58:14 
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t(1;1;5;17;22) in, 58:14 
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in dermatofibrosarcoma protuberans, 58:52 

in gastric cancer, 58:79 
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in hepatocellular cancer, 58:191 

in leiomyosarcoma, 62:43 

in lung cancer, 59:1 

in lymphoma, 58:35, 100; 59:62, 60:206; 61:31, 62:208 

in MDS, 58:76, 125, 174; 61:162; 62:154; 64:12 
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in M5, 58:71 

in oncocytoma, 61:61, 108 
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in pleomorphic adenomas, 58:85 
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in rat transformed fibroblasts, 58:39 

in RAEB, 58:76, 125; 59:9; 64:12 

in rhabdomyosarcoma, 58:210; 60:135 

in secondary ANLL, 58:18 

in Sézary syndrome, 58:100 
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in squamous cell cancer, 59:73 
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11q and/or 1% in melanoma, 64:118 

Chronic Lymphocytic Leukemia (CLL) 

application of FISH, 63:62 
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Chronic Myelocytic Leukemia (CML) 

allogeneic BMT, 61:152, 183 

application of FISH, 63:62 
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blast crisis with inv(16) and eosinophilia, 62:134 
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BMT in Ph+ CML, 61:152, 183 
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chromosome changes in, 58:92, 96, 143; 60:96; 61:152, 
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chromosome 3, 61:42 

complex Ph translocation, 63:52 

del(7) with prolonged course, 58:212 

del(7)(p11p15) in Ph+ CML, 64:142 

disappearance of clone with del(7) and Ph after therapy, 
64:174 

effects of interferon and cytosine arabinoside on karyo- 
type, 64:174 

FISH detection of i(17%), 62:140 

i(17%) detection by FISH, 62:140 

inv(16) and eosinophilia in myelomonocytic transforma- 
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karyotype at relapse, 61:183 
karyotypic and clinical progression after 30 years, 60:96 
LOH of D382 locus in, 61:42 
myelomonocytic transformation, 61:197 
M4 and inv(16) complicating Ph+ CML, 59:35 
near-triploid transformation, 58:92 
normal cytogenetic picture after a-interferon, 58:165 
Ph+, ber-, 61:11 
Ph- cells after BMT, 58:143; 61:152 
relapse after BMT, 61:152, 183 
remission of blastic phase, 58:165 
t(2;3)(p13;q26) in accelerated phase, 59:95 
t(3;17)(q26;q22) in CML, 60:90 
t(6;8) in Ph+ CML, 61:104 
t(6;21) in Ph+ CML, 60:210 
t(8;21)(q22;q22) in blastic crisis of Ph+ CML, 58:96 
t(9;11)(p22;q23) in blastic phase, 63:37 
Y-bodies after BMT, 58:143 
3p- in, 61:42 
20q- in, 62:75 

Chronic Myelomonocytic Leukemia (CMMoL) 
chromosome changes in blood cells, 59:167 
cytogenetic findings, 61:126, 162, 179; 64:12 
i(14q) in CMMoL following RAEB, 64:97 
in child, 60:190 
leukemic evolution, 61:162, 174 
Ph chromosome in, 59:161 
trisomy 14q in, 64:91 
t(1;7)(p11;p11) and survival, 60:53 
t(13;14) in, 60:190 
20q- in, 58:174 

Ciliary body tumor 
adenoma of, 63:177 
cytogenetics of, 63:177 
pathology of, 63:177 

Clear cell sarcoma 
chromosome changes, 60:176; 64:101, 104, 107 
malignant melanoma of soft parts, 60:176 
significance of chromosome changes, 64:104 
t(12;22)(q13;q13) in, 64:101, 104, 107 
+8 in, 64:107 

Colorectal Cancer (and Tumors) 
anomalies of familial and sporadic, 63:118 
APC gene in familial polyposis, 63:124 
APC locus detected by PFGE, 63:123 
BCEI/pS2 gene in, 63:120 
chromosome changes, 59:103; 62:32, 191 
chromosome 7 in adenomas, 63:122 
chromosomes 13 and 17 and RB1 and p53, 63:123 
constitutional chromosome changes, 61:50 
cytogenetics and survival, 63:122 
genetic alterations, 59:103 
t(13q;17p) and 5q- in, 62:191 
t(17;20) in adenocarcinoma, 64:183 
1p, 18q and 5q in, 59:103 
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ALL (11), 62:124 
chromosome changes in, 62:124; 63:56 
karyotypic evolution, 62:124, 63:56 
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in cancer patients, 61:50 
t(8;13) in a patient with lymphoma, 59:80 
Craniopharyngioma 
chromosome changes, 59:12; 60:73, 212 
pediatric, 59:12; 60:73 
Cytogenetic changes 
after relapse of BMT in Ph+ CML, 61:183 
chondroblastoma, 58:14 
giant cell tumor, 58:2, 60 
in ALL, 58:121, 60:82, 206; 61:106, 201; 62:154; 64:27, 49 
in ANLL, 58:18, 29, 48, 71, 130, 155, 177, 181; 59:86; 60:117, 
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in dermatofibrosarcoma protuberans, 58:52 
in gastric cancer, 58:79 
in gliomas, 58:109; 59:12 
in hepatocellular cancer, 58:191 
in leiomyosarcoma, 62:43 
in lung cancer, 59:1 
in lymphoma, 58:35, 100; 59:62, 60:206; 61:31, 62:208 
in MDS, 58:76, 125, 174; 61:162; 62:154; 64:12 
in myelofibrosis, 58:89; 61:6 
in M4, 58:130, 204 
in M4 with Ph and inv(16), 58:29 
in M5, 58:71 
in oncocytoma, 61:61, 108 
in pediatric CNS tumors, 59:12; 64:75 
in pleomorphic adenomas, 58:85 
in prostate cancer, 61:165 
in rat transformed fibroblasts, 58:39 
in RAEB, 58:76, 125; 59:9; 64:12 
in rhabdomyosarcoma, 58:210; 60:135 
in secondary ANLL, 58:18 
in Sézary syndrome, 58:100 
in soft tissue tumors, 58:52, 135; 60:147, 170 
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del(2)(p13) in MDS, 59:97 
del(6) in AML (M2), 58:181 
del(7) in CML with long course, 58:212 
del(7)(p11p15) in CML, 64:142 
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del(16)(q22) in M2 with eosinophilia, 58:86 
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in ANLL, 60:117 
in childhood ANLL, 58:155 
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in lung cancer, 59:1 
in lymphoma, 59:68 
in MDS and ANLL, 62:27; 64:12 
interstitial of 9 in splenomegaly, 58:201 
in gastric cancer, 58:79 
in gliomas, 58:109 
t(15;21) and 5q- in AML, 61:139 
in ALL, 61:201; 63:89 
in colorectal cancer, 62:191 
in MDS, 62:100, 64:12 
in thrombocythemia, 61:93 
9q- and +21 in M2, 64:91 
11q in essential thrombocythemia, 58:105 
12p- in AML, 62:47 
20q- in hematologic disorders, 62:75 
Dermatofibrosarcoma protuberans 
chromosome changes in, 58:52; 60:170 
ring chromosome in, 58:52; 60:170 
Desmoplastic tumor 
cytogenetic changes in, 64:189 
small cell, 64:189 
Diamond-Blackfan Anemia 
leukemia in, 63:70 
pentasomy 21 in leukemia of, 63:70 
DNA studies 
biotinylated probe in neuroblastoma, 58:55 
DNA fingerprint analysis in bladder tumors, 61:53 
DNA sequences in CHO aprt locus, 64:69 
ETS2 in ANLL, 58:71 
extraction of DNA from fixed cells, 59:217 
in Beckwith-Wiedemann syndrome, 58:66 
in germ cell tumors of testis, 61:67 
in lymphoma (MALT), 58:35 
in lymphoma with t(14;18), 59:68 
in melanoma cell lines, 62:111 
in mesothelioma, 60:8; 62:171 
in multidrug resistant cancer cell line, 60:14 
in pleomorphic adenomas (INT1 and GLI), 58:85 
in rat transformed fibroblasts, 58:39 
in T-cell lymphoma, 59:199 
methylation in viral integration, 60:1 
of chimeric gene in AML with t(8;21), 63:81 
of myb in M2 with 6q-, 58:181 
Southern blot analysis of genes, 62:1 
Double minute chromosomes (dms) 
in carcinoma of cervix, 58:134 
in glioblastoma, 64:75 
in gliomas, 58:109 
in insulinoma of MEN1, 63:17 
in neuroblastoma cell lines, 59:128 
Duplication 
paternal 11p15 in Beckwith-Wiedemann syndrome, 58:66 
11p15 in Beckwith-Wiedemann, 58:66 
Dyskeratosis Congenita 
bleomycin-induced G, chromatid breakage, 60:31 
families of, 60:31 
heterozygote detection, 60:31 


Subject Index 


Editorials 
chromosome instability, 60:84 
clonal selection, 59:79 
medicine and science, 62:92 
new format of CGC, 58:1 
screening for cancer, 60:188 
Endodermal sinus tumor; see Testes 
Endometrial tumors; see Uterus 
Eosinophilia 
associated chromosome changes, 58:29, 204 
bone marrow, 58:29, 204 
lack of in M2 with del(16)(q22), 59:86 
in M4, 58:29, 204 
inv(16) in myelomonocytic transformation of Ph+ CML, 
61:197 
with inv(16) and Ph in M4, 58:29 
Ependymomas 
anaplastic, 59:12, 60:67 
chromosome changes, 58:116; 59:12, 213; 60:67; 61:193 
karyotypes, 58:116; 59:12, 213; 60:67; 61:193; 63:177 
low-grade, 60:67 
pediatric, 59:12, 213 
suppressor gene on chromosome 22, 61:193 
t(11;17) in, 59:213 
Ewing sarcoma 
chromosome translocation 11;22, 59:104 
cloning of t(11;22), 63:162 
loss of interferon genes in progression, 63:166 
new diagnostic probes on 11q24-25, 63:162 
osteosarcomatous features in cell lines, 63:165 
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Familial cancer 
cytogenetic and molecular studies of renal cancer, 63:25 
renal cell carcinoma, 63:25 
Family studies 
heterozygote detection, 60:31 
in dyskeratosis congenita, 60:31 
Fanconi anemia 
leukemia in, 58:206, 209 
preleukemia in, 58:206, 209 
Fibroblasts 
chromosomal fragility, 60:1 
chromosome changes in malignant transformation (rat), 
58:39 
chromatin structure in viral integration, 60:1 
cultures from patients with basal cell epithelioma, 61:74 
DNA methylation in viral integration, 60:1 
gene expression in viral integration, 60:1 
human cell lines, 59:39 
micronuclei and mutagen sensitivity, 58:186 
mutagenic sensitivity, 58:186 
rat, embryonal, 58:39 
SCE in cases with hydatidiform moles, 62:53 
UV effects on, 61:74 
viral integration, 60:1 
Flow cytometry; see DNA studies 
Fluorescence in situ hybridization (FISH) 
application in hematologic disorders, 63:64 
detection of i(17q), 62:140 
double fluorescence, 63:8 


FISH in stromal sarcoma of breast, 63:47 
FISH studies of breast fibroadenomas, 63:32 
FISH study of complex Ph, 63:52 
fundamentals of, 59:109; 63:105 
in bladder cancer, 59:102 
in BMT in mice, 64:145 
in germ cell tumors, 63:8 
in hematological diseases, 59:109 
in leiomyomas, 62:40 
in liposarcoma with large marker chromosome, 61:134 
in marrow transplantation, 64:145 
in MDS, 64:186 
in meningioma, 64:65 
in myxoid liposarcoma, 62:166 
in prostatic cancer, 59:102; 62:180 
in tumor analysis, 59:101-102; 63:105 
i(12p) and chromosome 12, 63:8 
i(17q) in CML, 62:140 
metaphase chromosome structure, 63:105 
new strategy for, 59:110 
of abnormal X in M4, 62:130 
studies in myelofibrosis, 61:6 
studies in neuroblastoma cell lines, 59:128 
usefulness in BMT, 64:145 
+7 in thyroid tumors, 62:144 
~7 syndrome, 62:160 
Fourth International Workshop on Chromosomes in Solid 
Tumors 
additional abstracts, 59:101-110 
Fragile sites 
and cancer breakpoints, 61:213 
centromere division under fragile site conditions, 58:152 
in lymphocytes, 58:24 
in malignant melanoma (lymphocytes), 58:24 
1p32 and 1p22 fragile sites, 58:24 


Gallbladder 
chromosome changes in MFH, 59:30 
MFH in, 59:30 
Gastric cancer 
amplified c-met in, 64:170 
antigen derived from BS cells, 62:1 
c-ERBB-2 gene in, 63:121 
carcinoid, 59:200 
cytogenetic studies, 58:79; 61:39, 63:120; 64:170 
karyotypes, 64:170 
p53 changes in, 63:115 
YY in, 61:39 
Gastrinoma 
cytogenetics, 63:139 
Gene(s) 
AML1 gene on chromosome 21, 63:81 
APC locus detected by PFGE, 63:123 
canine homologs of human MYC, BCL2, IGH and TCRB, 
62:9 
CD44 gene and multidrug resistance, 60:14 
chimeric gene from t(8;21), 63:81 
CHO aprt locus, 64:69 
expression in viral integration, 60:1 
INT2 and GLI in pleomorphic adenomas, 58:85 
novel gene on chromosome 8 in AML, 63:81 
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p53 as a transcription factor, 63:113 
Germ cell tumors 
choriocarcinoma of testis, 61:67 
chromosome 12 changes in, 63:8 
extragonadal, 63:8, 149 
FISH studies in, 63:8, 149-150 
gonadal, 63:8 
i(12p) in, 63:8, 150 
marker chromosomes, 63:149 
teratoma, 61:67 
testicular, 59:54; 61:67; 63:8 
X-chromatin, sex chromosomes and ploidy in, 59:54 
Germinoma 
brain, 59:12 
chromosomes in, 59;12 
inv(9) in, 59:14 
Giant cell tumors 
bone, 58:2 
chromosome changes, 58:2, 60; 63:128 
review, 58:2 
telomeric fusions, 63:128 
Glioblastoma multiforme 
chromosome changes, 58:109; 59:12; 64:75 
karyotypes in, 58:109; 59:12; 64:75 
pediatric, 59;12; 64:75 
Gliomas; see also Brain tumors 
chromosome changes, 58:109; 
63:175-176 
dms in, 58:109 
karyotypes in, 58:109; 59:12, 107 
LOH in, 58:107 
molecular analysis, 59:107; 63:176 
pediatric, 59:12 
+7, -22,-Y,-X in, 58:109 
-10 in malignant, 58:109 
Glucagonoma 
cytogenetics of, 63:17 
in MEN1, 63:17 
Granulosa cell tumor 
chromosome changes in, 60:41, 202; 61:207 
juvenile, 61:207 
ovarian, 60:41, 202; 61:207 
+(6;16) in, 60:41 
+14 in, 60:202 
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Hairy Cell Leukemia (HCL) 
chromosome changes, 62:186 
variant of, 62:186 

Hamartoma 
chromosomes in, 60:219 
lung, 60:219 
mesenchymal, 58:141 
of liver, 58:141 
translocation at 19q13.4, 58:141 
t(3;6;14) in, 60:219 
t(11;19)(q13;q13.4) in, 58:141 

Hamster 
Chinese, 62:81 
chromosome changes in transformation, 62:81 
transformation of cells, 62:81 
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Head and Neck 
cytogenetics of tumor, 59:73, 106 
squamous cell carcinoma, 59:73, 106 
tissue culture technique for, 63:106 
Hematologic disorders 
cytogenetic biclonality, 62:25, 154 
FISH studies in, 63:62 
in Hong Kong, 62:154 
karyotypes in, 62:25, 154; 63:62 
20q- in, 62:75 
Hemangiopericytoma 
cytogenetic analysis, 63:78 
meningeal, 63:78 
molecular studies, 63:78 
possible hemangiopericytic meningioma, 63:78 
tetrasomy 21, 63:78 
Hepatocellular carcinoma; also see Liver 
chromosome 1 in, 59:105 
cytogenetic findings, 58:191; 60:45 
induced in rats, 60:45 
primary, 58:191 
rats, 60:45 
1p- and LOH in, 59:105 
Homogeneously Staining Regions (HSR) 
in neuroblastoma cell lines, 59:128 
in Waldenstrém’s macroglobulinemia, 61:147 
Hydatidiform moles 
chromosome breakage, 62:53 
SCE in, 63:53 
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Insulinoma 
cytogenetics of, 63:17 
in MEN1, 63:17 
Interphase cytogenetics; see also Fluorescence in situ 
hybridization 
in malignant mesothelioma, 62:171 
of paraffin sections, 62:171 
Inversions 
in ANLL, 60:117 
inv(1) in lymphoma, 58:35 
inv(3)(q21q26) and thrombopoiesis, 59:138 
inv(3)(q21q26) in M2 with normal thrombopoiesis, 59:93 
inv(5) in childhood ANLL, 58:155 
inv(9) in germinoma, 59;14 
inv(11) in myelofibrosis, 61:6 
inv(16) and eosinophilia in Ph+ CML, 61:197; 62:134 
inv(16)(p13q22) in M4, 58:29; 59;35 
inv(X) in leiomyoma, 61:131 
review of inv(3) in hematologic disorders, 59;138 
Isochromosomes 
i(6p) in Waldenstrém’s macroglobulinemia, 58:89 
i(8) in ANLL, 58:18 
i(8) in gastric cancer, 58:214 
i(12p) in germ cell tumors, 63:8 
i(12p) in MFH, 60:147 
i(12p) in ovarian teratoma, 60:216; 62:58 
i(12p) in uterine mullerian tumor, 60:78 
i(12q) in childhood ANLL, 58:155 
i(13q) in adult ALL, 60:193 
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i(14q) in myelodysplasia, 64:97 

i(17q) detection by FISH, 62:140 

i(17q) in CML, 60:96, 62:140 

i(17q) in colorectal cancer, 62:32 

i(17q) in lung cancer, 63:95 

i(17q) in neuroectodermal tumor, 59:14 
i(21) in biphenotypic leukemia, 64:56 


Karyotypic anomalies 
at relapse of Ph+ CML after BMT, 61:183 
chondroblastoma, 58:14 
giant cell tumor, 58:2, 60 
in ALL, 58:121, 60:82, 206; 61:106, 201; 62:154; 64:27, 49 
in ANLL, 58:18, 29, 48, 71, 130, 155, 177, 181; 59:86; 60:117, 
61:126, 139; 62:154; 64:93 
in ANLL (children), 58:155 
in chondrosarcoma, 60:35 
in chordoma, 58:169 
in clear cell sarcoma, 64:101, 104, 107 
in CML, 58:92, 96, 165, 212; 59:5; 61:104, 183, 63:37 
in colorectal cancer, 62:32, 191; 64:183 
in dermatofibrosarcoma protuberans, 58:52 
in gastric cancer, 58:79 
in gliomas, 58:109; 59:12 
in hepatocellular cancer, 58:191 
in leiomyosarcoma, 62:43 
in lung cancer, 59:1 
in lymphoma, 58:35, 100; 59:62, 60:206; 61:31, 62:208 
in MDS, 58:76, 125, 174; 61:162; 62:154; 64:12 
in myelofibrosis, 58:89; 61:6 
in M4, 58:130, 204 
in M4 with Ph and inv(16), 58:29 
in M5, 58:71 
in oncocytoma, 61:61, 108 
in pediatric CNS tumors, 59:12; 64:75 
in pleomorphic adenomas, 58:85 
in prostate cancer, 61:165 
in rat transformed fibroblasts, 58:39 
in RAEB, 58:76, 125; 59:9; 64:12 
in rhabdomyosarcoma, 58:210; 60:135 
in secondary ANLL, 58:18 
in Sézary syndrome, 58:100 
in soft tissue tumors, 58:52, 135; 60:147, 170 
in squamous cell cancer, 59:73 
in testicular tumors, 61:67; 64:21 
in Wilms tumor, 59:104; 61:111 
Kidney tumors; see Renal tumors 
Klinefelter syndrome 
ANLL (M5a) in, 61:99 
chromosome changes in M5, 61:99 


Lacrimal gland 

lymphoma, 58:35 
Large bowel cancer; see Colorectal cancer 
Larynx 

cancer cytogenetics, 58:198 

squamous cell carcinoma, 58:198 
Leiomyomas 

changes involving X in, 61:131-132 
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cytogenetics of, 59:106, 219; 61:131-132; 62:40, 62; 200; 
63:131 
esophageal, 62:43 
FISH analysis, 62:40 
interphase analysis, 62:40 
interphase analysis and chromosome 12, 63:131 
inv(X)(p22q13) in, 61:131 
lipoleiomyoma of uterus, 62:200 
t(7;22)(q13;q12), 59:219 
t(12;14) in, 62:200 
uterine, 59:106; 62:40, 200 
Leiomyosarcoma 
abdominal, 62:43 
chromosome changes in, 62:43, 44 (Table); 63:46 (Table), 
47 
of mesocolon, 62:43 
of smooth muscle, 62:43 
stromal sarcoma of breast, 63:47 
uterine, 63:46 
Lentigo maligna 
cell culture, 60:141 
cytogenetic and other studies in, 60:141 
in situ melanoma, 60:141 
10q26 in, 60:141 
Lipoma 
lipoblastoma with t(3;8), 62:103 
LRP gene not rearranged, 60:125 
molecuiar studies in, 60:125 
parapharyngeal, 64:163 
ring in parapharyngeal lipoma, 64:163 
t(2;12)(p23;q14) in, 63:127 
t(8;12)(q13;q15) in, 63:171 
t(10;12)(q25;q15) in lipoma, 64:163 
12q13-14 breakpoint, 60:125 
Liposarcoma 
chromosome changes in, 60:125; 61:134; 64:111 
chromosome 12 in well differentiated, 63:127 
FISH studies of marker, 61:134 
giant marker in well-differentiated, 61:134 
LRP gene not rearranged in, 60:125 
molecular studies in, 60:125 
myxoid, 60:125 
t(12;16) in LPS, 62:166 
well-differentiated, 61:134 
YAC in myxoid LPS, 62:166 
YAC spanning t(12;16), 62:166 
12q13-14 breakpoint, 60:125 
Liver 
cytogenetic findings in cancer, 58:191 
hamartoma, 58:141 
hepatocellular cancer, 58:191 
mesenchymal hamartoma, 58:141 
primary carcinoma, 58:191 
+7 in focal steatosis, 63:22 
Loss of heterozygosity (LOH) 
in Ph+ CML, 61:42 
LOH of D3S2 locus in Ph+ CML, 61:42 
Lung 
adenocarcinoma cell line with 8q23-qter tetrasomy, 
63:181 
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adenocarcinomas; cytogenetics, 63:180 
adenosquamous cancer, 59:1, 111; 63:95 
allele loss determined by PCR-RFLP, 63:179 
chromosome changes in, 59:1, 111; 63:95 
chromosome 5 in large cell cancer, 63:182 
D8 gene at 3p21 in cancer, 63:180 
FISH in cancer, 63:181 
genetic lesions of normal and cancerous lesions, 63:179 
hamartoma, 60:219 
lymphoma, 58:35 
squamous cancer cell lines, 59:111 
squamous carcinoma, 59:1 
Lymphocytes 
bleomycin sensitivity, 64:133 
Burkitt type, 60:206 
chromosome changes in cancer patients, 60:86 
chromosome changes induced by bleomycin, 64:133 
chromosome fragility, 59:173 
chromosome 13 in, 60:206 
DNAsel-sensitive sites, 62:94 
fragile sites, 58:24 
in cervical cancer patients, 59:173 
in malignant melanoma, 58:24 
mutations at 3p and 11p in testicular tumor patients, 
59:62 
papillomavirus effects, 59:173 
SCE in patients with cervical cancer, 59:84 
SCE in patients with hydatidiform moles, 62:53 
1p32 and 1p22 fragile sites, 58:24 
Lymphoma 
B-cell of mucosa, 58:35 
B-cell of mucosa-associated tissue, 62:208 
cytogenetic changes, 58:35; 59:68, 199; 60:31; 62:208 
cytogenetics and molecular correlation in follicular, 
59:68 
follicular and t(14;18), 59:68 
in ataxia telangiectasia, 60:158 
in United Kingdom, 61:31 
molecular studies in t(14;18), 59:68; 64:166 
mucosa associaied lymphoid tissue (MALT), 58:35 
Sézary syndrome, 58:100 
T-cell from a patient with SCE, 59;199 
t(1;14)(q21;q32) in clonal expansion, 64:166 
t(8;13), constitutional in patient with, 59:80 


Malignant Fibrous Histiocytoma (MFH) 
chromosomal changes, 59:30; 60:147, 170 
i(12p) in, 60:147 
near-haploid clones, 60:147 
of gallbladder, 59:30 
ring chromosomes, 60:170 
t(13q21q) in, 60:147 

Mammary tumors; see Breast tumors 

Mapping 
M1 subunit of ribonucleotide reductase on chromosome 

11p15, 59:206 
rearrangements on chromosome 11p15, 59:206 

Marsupial (opossum) 
chromosomal changes in UV tumors, 64:158 
cutaneous tumors, 64:158 
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UV induced tumors, 64:158 


Melanoma, malignant 


brain metastases, 64:118 

cell lines, 62:111 

chromosome 11 in, 58:196; 64:118 

chromosomes 3, 6 and 8 in uveal melanoma, 63:182 

cultures in, 64:118 

cutaneous, 58:24; 61:77 

cutaneous in swine, 61:77 

cytogenetic findings in, 58:196; 60:141, 176; 61:77, 111; 
64:118 

EM, molecular studies, cytogenetics, etc. in cell lines, 
62:111 

FISH in cell lines and tissue sections, 63:108 

fragile sites (in lymphocytes), 58:24 

lentigo maligna, 60:141 

metastatic, 64:118 

p53 in cell lines, 63:116 

soft parts, 60:176 

11q and/or 17% changes in, 64:118 


Meningioma 


chromosome 22 in, 64:65 

chromosomes in, 59:12; 63:173-174, 64:65 
constitutional chromosome change, 61:50 
dicentric 22 in, 64:65 

DNA analysis, 63:173 

FISH studies in, 64:65 

histopathologic correlation with cytogenetics, 63:174 
loss or rearrangement of chromosome 22, 63:173 
molecular studies, 63:122 

PDGFB region in, 63:175 

pediatric, 59:12 

recurrent meningiomas; cytogenetics, 63:173 


Merkel cell carcinoma 


cytogenetics, 63:138 
molecular studies, 63:138 


Mesothelioma, Malignant 


chromosome 6 changes in, 59:57 

del(6q) in, 59:57 

DNA studies in, 60:8 

erratum of paper in CGC, 59:57, 1992, 61:110 
flow cytometric studies, 62:171 

karyotype ploidy in, 60:8; 62:21 

karyotypes in, 59:57; 62:171 

interphase cytogenetics, 62:171 

scheme for malignant transformation, 59:60 
study on paraffin sections, 62:171 

survival and chromosome number, 62:21 


Methods 


analysis in hematologic disorders, 61:126 
bone marrow analysis, 61:46 

chromosome analysis in brain tumors, 58:160 
chromosome preparations in ovarian cancer, 59:210 
developments, 63:104 

direct for brain tumors, 58:160 

double (bicolor) fluorescence, 63:8 

extraction of DNA from fixed cells, 59:217 
FISH on paraffin sections, 62:171 

for solid tumors, 60:105 

G-banding and FISH, 63:107 
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giant cell medium for marrow cytogenetics, 61:126 
giant tumor cell medium, 61:126 
in situ nick translocation, 62:150 
nick translocation, microprocedure, 62:150 
PMLC and quality of myeloid metaphases, 61:46 
polydonor mixed lymphocyte culture media (PMLC), 
61:46 
use of frozen blood samples, 59:99 
Microdissection of chromosomes 
study of 6q- in melanoma, 59:103 
Molecular studies 
ber studies in Ph+ CML, 61:11 
canine homologs of human MYC, BCL2, IGH and TCRB 
genes, 62:9 
chromosome 6 sequences, 63:110 
DNA sequences and CHO aprt locus, 64:69 
elimination of extrachromosomal DNA, 59:108 
ETS2 amplification in ANLL, 58:71 
in AML with t(8;21), 63:81 
in Beckwith-Wiedemann syndrome, 58:66 
in bladder cancer, 61:53 
in brain tumors, 59:106-107 
in chromosome fragility, 60:1 
in CML (LOH of D3S2 locus), 61:42 
in congenital leukemia, 62:124 
in familial RCC, 63:25 
in gastric cancer, 64:170 
in lipoma, 60:125 
in lymphoma (MALT), 58:35 
in lymphoma with t(14;18), 59:62 
in MDR of a murine cell line, 59:20 
in melanoma cell lines, 62:111 
in multidrug resistant cancer cell line, 60:14 
in myxoid liposarcoma, 60:125; 62:166 
in neuroblastoma, 59:103, 119, i28 
in neuroblastoma cell line, 59:119, 128 
in ovarian teratomas, 62:58 
in pediatric brain tumors, 59:104 
in pleomorphic adenomas (INT1 and GLI), 58:85 
in rat transformed fibroblasts, 58:39 
in renal cancer, 63:25 
in somatic cell hybrids expressing EJ/ras, 59:180 
in T-ALL, 64:86 
in T-cell lymphoma, 59:180 
in testicular tumors, 64:21 
inter-Alu-PCR of DNA, 59:102 
L1 adhesion molecule and MIC5 gene, 60:20 
mapping of 11q23, 59:108 
molecular studies of bcr-, Ph+ CML, 61:11 
monoclonal antibody and R1 and MIC5 gene, 60:20 
of myb in M2 with 6q-, 58:181 
PCR and microdissection of 6q-, 59:103 
PCR and mRNA levels, 63:111 
Ph+, ber- CML, 61:11 
restriction maps of highly methylated regions, 63:110 
SOD and SOD-1 gene in breast, 59:26 
telomere shortening in acute leukemia, 61:204 
viral integration, 60:1 
with biotinylated probe in neuroblastoma, 58:55 
X-linked MIC5 gene, 60:20 


11p15 loci, 59:206 

Monosomy 
FISH studies in -7 syndrome, 62:160 
in ANLL, 60:117 
in cases with t(1;7)(p11;p11), 60:53 
in childhood ANLL, 58:155 
in lymphoma, 58:36 
5 in MDS following tumor surgery, 58:125 
5,7,21 in ANLL (secondary), 58:18 
-7 in M4, 58:130 
-7 syndrome in childhood, 62:160 
-10 in gliomas, 58:109 
-20 in ALL, 59:177 
-21 in ANLL, 61:122 
-Y,-1 in oncocytomas, 61:61, 108 
-Y,-1 in renal tumors, 61:61, 108 

Mullerian tumors 
chromosome changes, 60:78 
i(12p) in, 60:78 
malignant mixed, 60:78 
uterine, 60:78 

Multidrug resistance 
chromosome 11, 60:14 
gene amplification, 59:20 
in murine cell line, 59:20 
linear extrachromosomal elements in, 59:20 
molecular studies, 60:14 
ovarian cancer cell line, 60:14 

Multiple endocrine neoplasia syndrome (MEN1) 
cytogenetic studies in, 63:17 
cytogenetics of tumors in, 63:17 
glucagonoma in, 63:17 
insulinoma in, 63:17 

Multiple endocrine neoplasia syndromes (MEN) 
C-cell thyroid hyperplasia, 59:51 
chromosomes in two unique clones, 59:51 
cytogenetics of, 59:51 
medullary thyroid cancer in, 59:51 
translocations, 59:51 

Myelodysplastic syndromes (MDS) 
aberration in blood cells, 59:167 
application of FISH, 63:62; 64:186 
biclonality in, 62:25 
centromeric fusion in t(1;7), 64:186 
chromosome changes, 58:76, 125, 174; 61:126, 162; 62:26, 

154; 64:12 

classification, 61:177 
cytogenetic prognostic factors, 61:174 
deletions in MDS, 62:27 
double 20q- in, 58:174 
evolution and chromosomes, 61:174 
FISH studies of t(1;7), 64:186 
i(14q) in, 64:97 
loss of following tumor surgery, 58:125 
MIKA and MAKA classifications, 61:174 
NN, NA and AA classifications, 61:176; 62:154 
Ph chromosome in, 59:161 
prognosis, survival and karyotype, 64:12 
RAEB, 58:76; 59:9; 61:162 
SCE and cell cycle, 62:66 
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survival in, 61:174 

trisomy in MDS, 62:27 

trisomy 14q in CMMoL, 64:91 

two clones: t(5;17) and 5q- in, 62:100 

2p13 in MDS, 59:97 

+8 and +11 in, 62:98 

+8 in, 62:70 

20q- in, 62:75 
Myelofibrosis (MF) 

chromosome changes, 59:89; 61:6 

karyotypic evolution, 61:6 

Ph+ with ber rearrangement, 59:89 

t(1;7)(p11;p11) and survival, 60:53 
Myelofibrosis with myeloid metaplasia (MMM) 

in blast crisis, 59:138 

inv(3)(q21q26) in, 59;138 

thrombopoiesis and inv(3), 59:138 

t(1;7)(p11;p11) and survival, 60:53 
Myeloma 

malignant and t(1;7)(p11;p11), 60:53 
Myxoma 

cardiac, 63:73 

cytogenetics of, 63:73 


Neonatal leukemias; also see Congenital leukemias 
cytogenetic features, 63:56 (Table) 
review, 63:56 
Neuroblastoma 
amplified N-myc, 58:55 
cell lines, 59:119, 128 
chromosome changes in, 58:55; 59:128; 63:167 
chromosome 1 changes, 63:167-168 
control of gene expression by N-myc, 63:112 
FISH and immunohistochemistry, 63:168 
HSR and N-myc amplification, 63:169 
HSR in, 58:55 
localization of amplified N-myc, 58:55 
molecular and genetics, 59:103 
molecular pathology, 63:161 
MYCN amplification in cell lines, 59:119, 128 
prognosis: cytogenetic and molecular aspects, 63:166 
surface markers in cell lines, 59:119 
tumor suppressor gene in, 63:169 
Neuroectodermal tumors 
chromosome changes in, 59:12 
chromosome 17, 59:12 
del(7)(q33) in, 59:14 
i(17q) in, 59:12 
translocation in, 59:14 


Oligodendrogliomas 
chromosome changes in, 58:115; 60:72 
karyotypes, 58:115 
Oncocytoma 
cytogenetic and molecular studies, 63:140 
cytogenetic findings, 61:61 
renal, 61:61; 63:140 
-Y,-1 in, 61:61; 108 
Oncogenes 
activated Ha-ras-1, 62:15 
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c-Ha-ras-1 as a mutagen, 62:15 
c-met in gastric cancer, 64:170 
chromosome localization (N-myc), 58:55 
Ej/ras expression in somatic cell hybrids, 59:180 
H-RAS and CALCA in Beckwith-Wiedemann syndrome, 
58:66 
myb in M2 with 6q-, 58:181 
N-myc in neuroblastoma, 58:55 
oncogenes and prognosis of human tumors, 63:112 
site binding factors in myb, 63:117 
Oral cancer 
DNA ploidy and metastasis, 63:119 
Osteogenic sarcoma 
cytogenetic changes, 58:60 
giant cell, 58:60 
telomere association in, 58:60 
translocations in, 58:60 
11p in, 58:60 
Osteosarcoma 
chromosome changes in, 63:129 
cytogenetic analysis of xenografted human, 63:129 
karyotype of, 60:170; 62:50 
osteosarcoma in retinoblastoma case had no p53 muta- 
tion, 64:178 
parosteal, 60:170; 62:50 
p53 mutation, 63:115; 64:178 
ring chromosomes, 60:170; 62:50 


cancer cell line, 60:14 

chromosome changes in cancer, 63:146 
chromosome preparation of cancer, 59:210 
granulosa cell tumor, 60:41; 202; 61:207 

i(12p) in teratoma, 60:216; 62:58 

loss of 11p material in cancer, 63:147 

multidrug resistant cell line, 60:14 

mutated p53 on chromosome 17 in cancer, 63:113 
primary cancers, 63:146 

suppressed malignant phenotype and CD44 gene, 60:14 
teratoma, 60:216; 62:58 

tumors, 59:210; 61:207 

t(6;16) in granulosa cell tumor, 60:41 


Paraganglioma 
LOH of 11q, 63:139 
predisposing locus, 63:139 
Parotid Gland 
chromosome changes in cancer, 61:158 
metastatic carcinoma, 61:158 
mucoepidermoid carcinoma, 61:158 
Pediatric conditions 
brain tumors, 59:12, 104 
central nervous system tumors, 59:12 
chromosomes in brain tumors, 59:12 
M2 with del(16)(q22) without eosinophilia, 59:86 
Penis 
cytogenetic changes in cancer, 64:139 
squamous cell carcinoma, 64:139 
Peripheral neuroepithelioma 
t(11;22) and del(1)(p21), 63:165 
Philadelphia (Ph) chromosome 
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complex Ph translocation in CML, 63:52 
FISH studies of complex Ph, 63:52 
in blastic phase of CML, 58:92, 96; 165 
in CML, 61:126 
in myelodysplastic syndromes, 59:161 
in M4 with inv(16), 58:29 
marrow fibrosis associated with, 59:89 
myelofibrosis and bcr rearrangement, 59:89 
Ph positive, bcr negative CML, 61:11 
Ph- cells in Ph+ CML after BMT, 58:143 
+5 in Ph+ ANLL, 61:216 
Phyllodes tumor 
breast, 60:74 
t(6;12)(q23;q13) and t(10;16)(q22;p11), 60:74 
Pineocytoma 
cytogenetics, 64:127 
-22 in, 64:127 
Ploidy 
in germ cell tumors, 59:54 
Polycythemia Vera 
20q- in, 62:75 
Premature Chromosome Condensation 
use in analysis of radiation induced chromosome 
changes, 59:103 
use for chromosomal aberrations, 63:106 
Proliferative fascitis 
+2 change, 60:27 
Prostate cancer 
cell cultures, 62:180; 63:151 
chromosome instability, 61:165 
chromosome 9 variants in, 63:152 
cytogenetic changes, 61:165; 62:183; 63:151-152 
FISH in, 59:102; 62:181 
interphase cytogenetics, 63:151-152 


Rat 
chromosome changes in neoplastic progression, 58:39 
embryonal fibroblasts, 58:39 
neoplastic progression, 58:38 
transformation of fibroblasts, 58:39 

Refractory Anemia; see MDS 
chromosome changes in blood cells, 59:167 
chromosomes in, 58:125; 174; 61:126, 162, 179; 64:12 
evolution, 61:174 
loss of 5 in, 58:125 
t(1;7)(p11;p11) and survival, 60:53 
+8 in, 62:70 
20q- in, 58:174 

Refractory Anemia with Excess of Blasts (RAEB) 
chromosome changes in blood cells, 59:167 
chromosome 18 in, 63:97 
chromosomes in, 58:125; 174; 61:126, 162, 179; 64:12 
evolution, 61:174 
inv(3)(q21q26) in, 59:138 
loss of 5 in, 58:125 
thrombopoiesis and chromosome 3, 59:138 
t(1;7)(p11;p11) and survival, 60:53 
t(8;21) in, 58:76 
+8 in, 62:70 
+14 in, 59:9 


20q- in, 58:174 
Refractory Anemia with Excess of Blasts in Transformation 
(RAEB-T) 
chromosome changes, 61:162, 180, 210; 64:12 
chromosomes in RAEB-T and AML after RAEB, 61:211 
leukemic evolution, 61:162, 174, 210 
+8 and +11 in, 62:98 
+8 in, 62:70 
- 22 in transformation, 61:210 
Refractory Anemia with Ring Sideroblasts (RARS); see MDS 
chromosome changes in blood cells, 59:167 
chromosomes in, 58:125; 61:126, 179; 64:12 
evolution, 61:174 
loss of 5 in, 58:125 
+8 in, 62:70 
Renal tumors 
chromosome changes in nonneoplastic tissue, 63:141 
chromosomes, clinical stages and histology, 64:30 
chromophobe cell carcinoma, 61:61 
constitutional t(3;8) and familial RCC, 63:25 
cytogenetic and molecular studies in RCC, 63:25 
familial RCC, 63:25, 110, 142 
family with RCC and polycystic kidney disease, 63:143 
FISH studies in RCC, 63:25 
genetic fingerprint analysis in patients with RCC, 43:14 
oncocytomas, 61:61 
papillary and nonpapillary, 59:104 
prognosis and chromosome changes in RCC, 63:141 
pseudoautosomal region (locus of suppressor gene), 
59:104 
restriction map of breakpoint in familial RCC, 63:110 
t(X;1)(p11.2;q21) in renal adenocarcinoma, 63:100, 143 
Wilms, 60:102; 61:111 
Y and X chromosome in papillary tumors, 59:104 
-Y,-1 in oncocytomas and carcinoma, 61:61 
Retinoblastoma 
bilateral, 64:178 
cytogenetics of, 63:1; 64:1 
family linkage, 64:1 
genetics of, 63:1; 64:1 
RB1 gene, 63:1; 64:1 
osteosarcomas in, 64:178 
review on, 63:1; 64:1 
Rhabdoid tumor 
brain, 59:12 
chromosomes in, 59;12 
Rhabdomyosarcoma 
alveolar, 60:135 
chromosome changes in, 58:210; 60:135, 198; 61:214; 
63:164 
embryonal, 58:210; 60:198; 61:214 
p53 in siblings with brain tumor and rhabdomyosar- 
coma, 63:114 
translocation in embryonal, 61:214 
t(8;11)(q12-13;q21) in, 58:210 
t(11;22) and del(22)(qi2), 63:164 
with high chromosome number, 60:198 
12q13 in, 60:135 
Ring chromosomes 
as sole change in tumors, 60:170 
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in dermatofibrosarcoma protuberans, 58:52; 60:170 
in giant cell tumor, 58:5 

in lipoma, 64:163 

in MHF, 60:170 

in neuroblastoma cell line, 59:128 

in pleomorphic xanthoastrocytoma, 60:152 

in soft tissue tumors, 60:170 

r(X) in M4, 62:130 


Salivary glands 
adenomas, 58:85 
chromosome changes in cancer, 61:158 
chromosome changes in pleomorphic adenomas, 58:85 
genetic changes in tumors, 63:118 
mucoepidermoid carcinoma of parotid, 61:158 
Sarcoma 
chondrosarcoma, 60:35 
MFH, 59:30 
osteogenic, 58:60 
rhabdomyosarcoma, 58:210; 60:198; 61:214 
Secondary leukemia 
chromosome changes, 58:18; 125; 63:97 
chromosome 18, 63:97 
monosomy (5,7,21) in, 58:18 
translocation in, 58:18 
trisomy (8,11,15) in, 58:18 
Seminoma 
bilateral, 63:147 
cytogenetics of, 63:147; 64:21 
Sex chromosomes 
in germ cell tumors, 59:54 
Sézary syndrome 
cytogenetic findings, 58:100 
large cell transformation, 58:100 
Sister chromatid exchange (SCE) 
in bone marrow of MDS and ANLL, 62:66 
in hydatidiform moles and patients, 62:53 
in patients with breast cancer, 61:142 
in patients with cervical cancer, 59:84 
Skin 
basal cell epithelioma patients, 61:74 
cancer and UV induced changes, 60:111 
cancer cytogenetics, 58:198; 60:111 
melanoma in swine, 61:77 
multiple, 61:1 
pedigrees in familial cancer, 61:1 
squamous cell carcinoma, 58:198 
Small intestine 
lymphoma, 58:35 
Soft tissue tumors 
chromosome changes in, 58:52; 62:103 
chromosome instability, 59:105 
clinical relevance of cytogenetics in tumors, 63:125 
cytogenetic classification of tumors, 63:125 
cytogenetics of, 63:125 
dermatofibrosarcoma protuberans, 58:52 
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